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To the editor: We read with interest the recent article
by Reusken et al. about laboratory readiness for molec-
ular testing of the novel coronavirus 2019, recently
named severe acute respiratory syndrome coronavirus
2 (SARS-CoV-2) in expert laboratories in 30 European
countries [1]. At the time of the Middle East respiratory
syndrome (MERS)-coronavirus epidemic in 2012, we
had highlighted the absence of diagnosis of this virus
among travellers returning from the Hajj pilgrimage,
which contrasted with the considerable anxiety relating
to this emerging infection and its risk of importation
and spread in mainland France [2]. Instead of MERS-
CoV, influenza A and B viruses had been detected. This
illustrated the major disconnect between the fear of a
hypothetical spread in France of a virus emerging in the
Middle East and the reality of the absence of diagnosed
cases, while concomitantly the very real and high inci-
dence of respiratory viruses common worldwide and in
our country and their associated mortality appeared
largely neglected. Seven years later, the emergence of
SARS-CoV-2 in December 2019 reproduced this pattern
of disproportionate fear of importation and spread of
infections in mainland France while the cases reported
worldwide remain almost only localised in China as
only 34 people died of this disease (Covid-19) outside
China as at 25 February 2020 [3].

In our reference institute for infectious diseases, we
have been implementing since the end of January 2020
PCR detection of SARS-CoV-2 RNA using several sys-
tems, including those released at the European level
[4]. In total, we have tested to date (as at 19 February
2020) 4,084 respiratory samples by PCR and all the
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tests have been negative for SARS-CoV-2. These tests
were carried out on the samples of 32 suspected SARS-
CoV-2 cases, 337 people repatriated at the beginning
of February 2020 from China tested twice, 164 patients
who died in public hospitals in Marseille between 2014
and 2019 of whom at least one respiratory sample had
been sent to our laboratory, and they also included
3,214 respiratory samples sent since January 2020 to
our laboratory to search for a viral aetiology. In striking
contrast, we have tested 5,080 respiratory samples for
various suspected respiratory viral infections since 1
January 2020 and identified in 3,380 cases respiratory
viruses. In decreasing order of frequency, they were:
influenza A virus (n=794), influenza B virus (n=588),
rhinovirus (n=567), respiratory syncytial virus (n=361),
adenovirus (n=226), metapneumovirus (n=192), enter-
ovirus (n=171), bocavirus (n=83), parainfluenza virus
(n=24), and parechovirus (n=8). Among the diagnosed
viruses, there were also 373 common human coronavi-
ruses (HCoV), including 205 HCoV-HKU1, 94 HCoV-NL63,
46 HCoV-0C43, and 28 HCoV-229E [5]. Furthermore,
analysis of the mortality associated with these viruses
has been able to show that since 1 January 2020, one
patient died after being diagnosed with HCoV-HKU1,
and respiratory viruses were found in 13 other patients
who died, which included influenza A virus (3 cases),
respiratory syncytial virus (3 cases), rhinovirus (5
cases), adenovirus (1 case) and metapneumovirus (1
case). Retrospectively, analysis of deaths in patients
who have had a respiratory sample has shown that at
least nine patients have died between 2017 and 2019
after being diagnosed with one of the four coronavi-
ruses commonly circulating in humans [6].



Thus, it is surprising to see that all the attention
focused on a virus whose mortality ultimately appears
to be of the same order of magnitude as that of com-
mon coronaviruses or other respiratory viruses such as
influenza or respiratory syncytial virus, while the four
common HCoV diagnosed go unnoticed although their
incidence is high. In fact, the four common HCoV are
often not even identified in routine diagnosis in most
laboratories, although they are genetically very differ-
ent from each other [7] and associated with distinct
symptomatology [8].
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